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(post-processing) 
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Genomvergleiche
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Komparative Genomik: 
Annotierung von Proteindomänen



Pathways

AG Dandekar: Netzwerkmodellierung
Elementar
Moden
analyse

-Phagosom
-Listerien
-Blochmannien
-Erythrozyt
-Thrombozyt
-Mykoplasmen
-Mensch



AG Dandekar: Netzwerkmodellierung
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Plättchen
Phagosom
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Arabidopsis
Rezeptoren



AG Wolf: Phylogenetik
Profile distances
(accurate and robust phylogeny 
estimation)
RNA secondary structures
(internal transcribed spacer 2 (ITS2))
PGK
(Protein evolution) 

Algen
Schwämme
Mycoplasmen



Pathways

AG Müller: Statistische Modellierung

Maus
Arabidopsis
Mensch

Domänen
Tumoren
Stammbäume



Überexpression des RAS OnkogenÜberexpression des RAS Onkogen



Assigning Catalytic Sites 

SMART domains665

~90 Enzymatic SMART domains

52 Known catalytic mechanism

Primary literature

Annotated HMMs
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AG Schultz: Large scale domain analysis

http://smart.embl-heidelberg.de/


inactive PTP
D2B (diverged cleft)

„catalytic“ positions
slow evolving positions



Substrate Recruitment

P-Tyr-

su
bs

tra
te

P-Tyr-

P-Tyr- substrate

Protection from dephosphorylation

Dephosphorylation

P-Tyr- substrate

Regulation 

The multi-functional 
Protein Tyrosine Phosphatases Family

AG Schultz: Large scale domain analysis
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